SEQ I D N06 7 8. txt 

RESULT 2 
ADF93964/ c 

ID ADF93964 standard; DNA; 50 BP. 

AC ADF93964; 

DT 11- MAR- 2004 (f i rst entry) 
XX 

DE M cr oor gani sm det ect i on probe, SEQ I D 57. 
XX 

KW Probe; detection; identification; m cr oor gani sit! food; drug; 

KW 16S r RNA V1 regi on; 1 6S r RNA V2 r egi on; 1 6S r RNA V3 r egi on; ss. 
XX 

CS Staphylococcus epi der rri di s. 
XX 

PN VC20031 06676- A1. 

PD 24- DEC- 2003. 

PF 16- J UN- 2003; 2003WO- J P007620. 

PR 14- J UN- 2002; 2002J P- 001 74564. 

PA ( HI SF ) HI TACHI SCFT\AARE ENG CO LTD. 

PA ( M TS- ) M TSUBI SHI KAGAKU Bl O- CLI Nl CAL LAB I NC. 

XX 

PI Hashi da J, Ueno S, Mjt o I , Naruse K, Tarrura M Ivatsuda K; 

PI Shi rradzu M Kobayashi I , I shi ko H; 

XX 

DR V\PI ; 2004-071565/ 07. 
XX 

PT 20- 100 base probes derived fromVI, V2 or V3 regions of 16S r RNA of a 

PT rri cr oor gani sm f or specific detection and identification of the 

PT rri cr oor gani sm i n foods and drug corrposi t i ons. 
XX 

PS Q ai m 2; SEQ I D NO 57; 150pp; Japanese. 
XX 

CC The present invention relates to probes ( ADF93908- ADF94059) for the 

CO specific detection and identification of harrrful ni cr oor gani sirs in 

CC sarrpl es of foods and drug corrposi t i ons. The probe sequences are derived 

CC f r om t he V1 , V2 and/ or V3 r egi ons of t he 16S r RNA of the rri cr oor gani sm 

CC or its corrpl errent ar y sequence. Detection and identification of the 

CC m croorgani sm i s by arrpl i f i cat i on of t he corrpl et e 16S r RNA gene usi ng 

CC primers ADF94060 and ADF94061, labelling the arrpl i f i cat i on product (a 

CC fluorescence label is preferred), and hybridising t o t he probe or probes 

CC of t he invention. The probes may be i rrrrobi I i sed on a DNA chi p. The 

CC m cr oor gani sm i s sel ect ed f r om Act i nobaci I I us act i norrycet emconi t ans, 

CC Aci net obact er cal coacet i cus, Haemophilus influenzae, St enot r ophorronas 

CC rral t ophi I i a, Proteus rri r abi lis, Streptococcus pneumoniae, Pseudorronas 

CC aeruginosa, Qtrobacter freundii, Vei I I onel I a par vul a, Providencia 

CC stuartii, Nei sser i a gonor r hoeae, Streptococcus agal act i ae, IVbr ganel I a 

CC morganii, Bacteroides tragi I is, Staphylococcus honi ni s, Staphylococcus 

CC warneri, Staphylococcus haerrol yt i cus, Enter obact er cloacae, Enter obact er 

CC aerogenes, Staphylococcus epi derm dis, Streptococcus const el I at us, 

CC Serratia rrarcescens, Streptococcus angi nosus, Escherichia col i , 

CC Klebsiella pneumoniae, Enter ococcus faecal is, Enter ococcus f aeci um 

CC Streptococcus sanguis, Streptococcus rri t is, Streptococcus i nt er rredi us, 

CC Listeria monocytogenes, Q ost r i di um per f r i ngens, Cor ynebact er i um 

CC aquat i um Streptococcus oralis, Staphylococcus aureus, Neisseria 

CC meningitidis, Carrpyl obact er fetus, Enter ococcus gallinarum Enter ococcus 

CC cassel i f I avus, Aerorronas hydr ophi I a, Sal nronel I a par at yphi , Salmonella 

CC typhi, Streptococcus equi si rri I i s, Streptococcus cani s, Klebsiella 

CC oxyt oca, Staphylococcus sapr ophyt i cus, Pasteur el I a mil t oci da, Ei kenel I a 
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CC corrodens, Streptococcus pyogenes, IVbr axel I a cat ar r hal i s, Legionella 

CC pneumophila, ivycobact er i urn t uber cul osi s, Ivycobact er i urn avi um 

CC IVycobact er i um i nt r acel I ul ar e, IVycobact er i um kansasi i or Ivycobact er i i 

CC gordonae. 

XX 

SQ Sequence 50 BP; 1 0 A; 12 C; 20 G; 8 T; 0 U; 0 a her ; 

Query IVbt ch 100.0% Score 15; DB 2; Length 50; 

Best Local Si rri I ar i t y 100.0% 

IVatches 15; Conservative 0; Msnratches 0; I ndel s 0; Gaps 

Gy 1 TCCTCGTCTGTTCGC 15 

I I I I I I I I I I I I I I I 
Db 1 7 TCCTCGTCTGTTCGC 3 



ESULT 3 
ADF93950/ C 

ID ADF93950 standard; DNA; 50 BP. 
XX 

AC ADF93950; 

DT 11-M\R-2004 (f i rst entry) 
XX 

DE M cr oor gani sm det ect i on probe, SEQ I D 43. 
XX 

KW Probe; detection; identification; rri cr oor gani srn food; drug; 

KW 16S rRNA V1 regi on; 1 6S r RNA V2 r egi on; 1 6S r RNA V3 r egi on; ss. 
XX 

03 Staphylococcus horri ni s. 

PN W20031 06676- A1 . 

PD 24- DEC- 2003. 

PF 16- J UN- 2003; 2003W> J P007620. 

PR 14- J UN- 2002; 2002J P- 001 74564. 

PA ( HI SF ) HI TACHI SOFTW\RE ENG CO LTD. 

PA ( M TS- ) M TSUBI SHI KAGAKU Bl O a I NI CAL LAB I NC. 

XX 

PI Hashi da J, Ueno S, Mjt o I , Nar use K, Tarrura M IVatsuda K; 

PI Shi rradzu M Kobayashi I , I shi ko H; 

XX 

DR V\PI ; 2004-071565/ 07. 
XX 

PT 20- 100 base probes derived fromVI, V2 or V3 regions of 16S r RNA of a 

PT rri cr oor gani sm f or specific detection and identification of the 

PT rri cr oor gani sm i n foods and drug compositions. 
XX 

PS Q ai m 2; SEQ I D NO 43; 150pp; Japanese. 
XX 

CC The present invention relates to probes ( ADF93908- ADF94059) for the 

CC specific detection and identification of harrrful rri cr oor gani srrs in 

CC sarrpl es of foods and drug corrposi t i ons. The probe sequences are derived 

CC f r om t he V1 , V2 and/ or V3 r egi ons of t he 16S r RNA of t he rri cr oor gani sm 

CC or its corrpl errent ary sequence. Detection and identification of the 

CC rri cr oor gani sm i s by arrpl i f i cat i on of t he corrpl et e 1 6S r RNA gene usi ng 

CC primers ADF94060 and ADF94061, labelling the arrpl i f i cat i on product (a 

CC fluorescence label is preferred), and hybridising t o t he probe or probes 
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CC of t he invention. The probes rray be i rrrrobi I i sed on a DNA chi p. The 

CC rri cr oor gani sm i s sel ect ed f r om Act i nobaci I I us act i norrycet errcorri t ans, 

CC Aci net obact er cal coacet i cus, Haenrophi I us influenzae, St enot r ophomonas 

CC rral t ophi I i a, Proteus rri r abi lis, Streptococcus pneumoniae, Pseudorronas 

CC aeruginosa, Qtrobacter freundii, Vei I I onel I a par vul a, Providencia 

CC stuartii, Nei sser i a gonor r hoeae, Streptococcus agal act i ae, IVbr ganel I a 

CC rrorganii, Bacteroides tragi I is, Staphylococcus horri ni s, Staphylococcus 

CC warneri, Staphylococcus haemol yt i cus, Enter obact er cloacae, Enter obact er 

CC aerogenes, Staphylococcus epi der rri di s, Streptococcus const el I at us, 

CC Serratia marcescens, Streptococcus angi nosus, Escherichia col i , 

CC Klebsiella pneumoniae, Enter ococcus faecal is, Enter ococcus f aeci urn 

CC Streptococcus sanguis, Streptococcus rri t is, Streptococcus i nt er rredi us, 

CC Li st er i a monocyt ogenes, CI ost r i di urn per f r i ngens, Cor ynebact er i urn 

CC aquat i urn Streptococcus oralis, Staphylococcus aureus, Neisseria 

CC meningitidis, Carrpyl obact er fetus, Enter ococcus gallinarum Enter ococcus 

CC cassel i f I avus, Aeromonas hydrophila, Sal rronel I a par at yphi , Salmonella 

CC typhi, Streptococcus equi si rri I i s, Streptococcus cani s, Klebsiella 

CC oxyt oca, Staphylococcus sapr ophyt i cus, Pasteur el I a rail t oci da, Ei kenel I a 

CC corrodens, Streptococcus pyogenes, Ivbraxella catarrhal is, Legionella 

CC pneumophila, M/cobact er i urn t uber cul osi s, M/cobact er i urn avi urn 

CC ivycobact er i urn i nt r acel I ul ar e, Ivycobact er i urn kansasi i or Ivycobact er i urn 

CC gordonae. 

XX 

SQ Sequence 50 BP; 1 0 A; 11 C; 20 G; 9 T; 0 U; 0 a her ; 

Query Match 100.0% Score 15; DB 2; Length 50; 

Best Local Sinilarity 100.0% 

Matches 15; Conservative 0; M snatches 0; I ndel s 0; Gaps 0; 
Cy 1 TCCTCGTCTGTTCGC 15 



SEQ I D NQ 6 



SULT 2 
ADF93953/ c 

ID ADF93953 standard; DNA; 50 BP. 
XX 

AC ADF93953; 

DT 11-IWR-2004 (f i rst entry) 
XX 

DE M cr oor gani sm det ect i on probe, SEQ I D 46. 
XX 

KW Probe; detection; identification; rri cr oor gani srri food; drug; 

KW 16S r RNA V1 regi on; 1 6S r RNA V2 r egi on; 1 6S r RNA V3 r egi on; ss. 
XX 

OS Staphylococcus warneri. 

PN VC20031 06676- A1. 
XX 

PD 24- DEC- 2003. 

PF 16- J UN- 2003; 2003W> J P007620. 

PR 14- J UN- 2002; 2002J P- 001 74564. 

PA ( HI SF ) HI TACHI SOFTW\RE ENG CO LTD. 
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PA ( M TS- ) M TSUBI SHI KAGAKU Bl O- CLI Nl CAL LAB I NC. 
XX 

PI Hashi da J, Ueno S, IS/Ut o I , Naruse K, Tanura M IVatsuda K; 

PI Shi mad zu M Kobayashi I, I shi ko H; 

XX 

DR V\PI ; 2004-071565/ 07. 
XX 

PT 20- 100 base probes derived fromVI, V2 or V3 regions of 16S r RNA of a 

PT rri cr oor gani sm f or specific detection and identification of the 

PT rri cr oor gani sm i n foods and drug compositions. 
XX 

PS Q ai m 2; SEQ I D NO 46; 150pp; Japanese. 
XX 

CC The present invention relates to probes ( ADF93908- ADF94059) for the 

CC specific detection and identification of harmful rri cr oor gani sirs in 

CC sarrpl es of foods and drug corrposi t i ons. The probe sequences are derived 

CC f r om t he V1 , V2 and/ or V3 r egi ons of t he 16S r RNA of t he rri cr oor gani sm 

CC or its corrpl errent ary sequence. Detection and identification of the 

CC rri cr oor gani sm i s by arrpl i f i cat i on of t he corrpl et e 1 6S r RNA gene usi ng 

CC primers ADF94060 and ADF94061, labelling the arrpl i f i cat i on product (a 

CC fluorescence label is preferred), and hybridising t o t he probe or probes 

CC of t he invention. The probes may be i rmnobi I i sed on a DNA chi p. The 

CC rri cr oor gani sm i s sel ect ed f r om Act i nobaci I I us act i norrycet emcorri t ans, 

CC Aci net obact er cal coacet i cus, Haemophilus influenzae, St enot r ophorronas 

CC mal tophi Ma, Proteus rri r abi lis, Streptococcus pneumoniae, Pseudorronas 

CC aeruginosa, Citr obact er freundii, Vei I I onel I a par vul a, Providencia 

CC stuartii, Nei sser i a gonor r hoeae, Streptococcus agal act i ae, IVbrganella 

CC rrorganii, Bacteroides fragilis, Staphylococcus horn ni s, Staphylococcus 

CC warneri, Staphylococcus haemal yt i cus, Enter obact er cloacae, Enter obact er 

CC aerogenes, Staphylococcus epi der rri di s, Streptococcus const el I at us, 

CC Serratia rrarcescens, Streptococcus angi nosus, Escherichia col i , 

CC Klebsiella pneurroni ae, Enter ococcus faecal is, Enter ococcus faeciurr) 

CC Streptococcus sanguis, Streptococcus rri t is, Streptococcus i nt er rredi us, 

CC Li st er i a rronocyt ogenes, G! ost r i di urn per f r i ngens, Cor ynebact er i urn 

CC aquat i um Streptococcus oralis, Staphylococcus aureus, Neisseria 

CC rreni ngi t i di s, Campylobacter fetus, Enter ococcus gallinarum Enter ococcus 

CC cassel i f I avus, Aerorronas hydrophila, Sal ironel I a par at yphi , Salmonella 

CC typhi, Streptococcus equi si rri I i s, Streptococcus cani s, Klebsiella 

CC oxyt oca, Staphylococcus sapr ophyt i cus, Pasteur el I a irultocida, Ei kenel I a 

CC corrodens, Streptococcus pyogenes, Ivbr axel I a cat ar r hal i s, Legionella 

CC pneurrophi I a, IVycobact er i um t uber cul osi s, IVycobact er i um avi um, 

CC IVycobact er i um i nt r acel I ul ar e, IVycobact er i um kansasi i or IVycobact er i um 

CC gordonae. 

XX 

SQ Sequence 50 BP; 1 1 A; 10 C; 19 G; 10 T; 0 U; 0 a her ; 

Query rvfet ch 100.0% Score 16; DB 2; Length 50; 

Best Local Si rri I ar i t y 100.0% 

IVatches 16; Conservative 0; Msrratches 0; I ndel s 0; Gaps 0; 
Cy 1 CTCCTTATCTGTTCGC 16 



SEQ I D NQ 7 



ESULT 3 
ADF93956/ c 

ID ADF93956 standard; DNA; 50 BP. 
XX 

AC ADF93956; 
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SEQ I D NC6 7 8. txt 

DT 11-MM=i-2004 (f i rst entry) 
XX 

DE M cr oor gani sm det ect i on probe, SEQ I D 49. 
XX 

KW Probe; detection; identification; rri cr oor gani srn food; drug; 

KW 16S r RNA V1 regi on; 1 6S r RNA V2 r egi on; 1 6S r RNA V3 r egi on; ss. 
XX 

03 Staphylococcus haerral yt i cus. 

PN VC20031 06676- A1. 

PD 24- DEC- 2003. 

PF 16- J UN- 2003; 2003W> J P007620. 

PR 14- J UN- 2002; 2002J P- 001 74564. 

PA ( HI SF ) HI TACHI SOFTWVRE ENG CO LTD. 

PA ( M TS- ) M TSUBI SHI KAGAKU Bl O CLI Nl CAL LAB I NC. 

XX 

PI Hashi da J, Ueno S, Mjt o I , Naruse K, Tarrura M Ivatsuda K; 

PI Shi rradzu M Kobayashi I , I shi ko H; 

DR V\PI ; 2004-071565/ 07. 
XX 

PT 20- 100 base probes derived fromVI, V2 or V3 regions of 16S r RNA of a 

PT rri cr oor gani sm f or specific detection and identification of the 

PT rri cr oor gani sm i n foods and drug corrposi t i ons. 

PS Q ai m 2; SEQ I D NO 49; 150pp; Japanese. 
XX 

CC The present invention relates to probes ( ADF93908- ADF94059) for the 

CC specific detection and identification of harmful rri cr oor gani srrs in 

CC sarrpl es of foods and drug corrposi t i ons. The probe sequences are derived 

CC f r om t he V1 , V2 and/ or V3 r egi ons of t he 16S r RNA of t he rri cr oor gani sm 

CC or i t s corrpl errent ar y sequence. Detection and identification of the 

CC m cr oor gani sm i s by arrpl i f i cat i on of t he corrpl et e 1 6S r RNA gene usi ng 

CC prirrers ADF94060 and ADF94061, labelling the arrpl i f i cat i on product (a 

CC fluorescence label is preferred), and hybridising t o t he probe or probes 

CC of t he i nvent i on. The pr obes may be i rrmobi I i sed on a DNA chip. The 

CC m cr oor gani sm i s sel ect ed f r om Act i nobaci I I us act i norrycet errconi t ans, 

CC Aci net obact er cal coacet i cus, Haemophilus influenzae, St enot r ophomonas 

CC nral t ophi I i a, Proteus rri r abi lis, Streptococcus pneumoniae, Pseudomonas 

CC aeruginosa, Qtrobacter freundii, Vei I I onel I a par vul a, Providencia 

CC stuartii, Nei sser i a gonor r hoeae, Streptococcus agal act i ae, IVbr ganel I a 

CC morganii, Bacteroides tragi I is, Staphylococcus honi ni s, Staphylococcus 

CC warneri, Staphylococcus haerrol yt i cus, Enter obact er cloacae, Enter obact er 

CC aerogenes, Staphylococcus epidermdis, Streptococcus const el I at us, 

CC Serratia rrarcescens, Streptococcus angi nosus, Escherichia col i , 

CC Klebsiella pneuironi ae, Enter ococcus faecal is, Enter ococcus faecium 

CC Streptococcus sanguis, Streptococcus rri t is, Streptococcus i nt er rredi us, 

CC Listeria monocytogenes, 0 ost r i di urn per f r i ngens, Cor ynebact er i urn 

CC aquat i um Streptococcus oralis, Staphylococcus aureus, Neisseria 

CC meningitidis, Carrpyl obact er fetus, Enter ococcus gallinarum Enter ococcus 

CC cassel i f I avus, Aeromonas hydr ophi I a, Sal nronel I a par at yphi , Salmonella 

CC typhi, Streptococcus equi si rri I i s, Streptococcus cani s, Klebsiella 

CC oxyt oca, Staphylococcus sapr ophyt i cus, Pasteur el I a mil t oci da, Ei kenel I a 

CC corrodens, Streptococcus pyogenes, Ivbr axel I a cat ar r hal i s, Legionella 

CC pneumophila, ivycobact er i um t uber cul osi s, Ivycobact er i um avi um 

CC Ivycobact er i um i nt r acel I ul ar e, Ivycobact er i um kansasi i or IVycobact er i um 

CC gordonae. 

XX 
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SEQ I D N06 7 8. txt 
SQ Sequence 50 BP; 1 1 A; 1 1 C; 19 G; 9 T; 0 U; 0 a her ; 

Query IVbt ch 100.0% Score 16; DB 2; Length 50; 

Best Local Si rri I ar i t y 100.0% 

Ivatches 16; Conservative 0; M snatches 0; I ndel s 0; Gaps 0; 
Gy 1 CTCCTTGTCTGTTCGC 16 



SEQ I D NQ 8 
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